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Cover Story
The featured review in this issue of Drug
Discovery Today, by Andrew M Davis, Stephen
A. St-Gallay and Gerard J Kleywegt, discusses
how the development of structural models
from X-ray crystallography is helping to drive
drug discovery by allowing chemists to 
visualize the interaction between target and
ligand. The authors point out that there is a
relative lack of general appreciation of the
process of producing a model from the
experimentally-derived electron densities.
They bring attention to some of the 
uncertainties, giving literature examples and
give useful advice for chemists who may be
beginning drug discovery programs 
marrying empirical and X-ray data. 
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